inguinal hernia in the GERA discovery cohort. Plots show association results of SNPs in the GWAS of the GERA cohort samples and recombination rates. Each circle represents the -log 10 P value (y axes) and chromosomal position (x axes) of SNPs tested for association. The top associated SNP in each region is identified by its rsID. The color of each circle reflects the extent of LD with the top SNP. Physical positions are based on NCBI build 37 of the human genome. The relative position of genes and transcripts are displayed below the association plot.
Supplementary Figure 2: (A-H) Locus Zoom plots of the top four loci associated with
inguinal hernia in GERA cohort men, for direct and indirect inguinal hernia. Plots show association results of SNPs in the GWAS of the GERA cohort samples and recombination rates. Each circle represents the -log 10 P value (y axes) and chromosomal position (x axes) of SNPs tested for association. The top associated SNP in each region is identified by its rsID. The color of each circle reflects the extent of LD with the top SNP. Physical positions are based on NCBI build 37 of the human genome. The relative position of genes and transcripts are displayed below the association plot. Supplementary Table 1 x, 53.0x, 53.1x 49491, 49492, 49495, 49496, 49500, 49501, 49505, 49507, 49520, 49521, 49525, 49650, 49651, 49659 Direct Inguinal 17.11, 17.21, 17.23, 53.01, 53.03, 53.11, 53.14, 53.13, 53.16, 53.17 Indirect Inguinal 17.12, 17.22, 17.23, 53.02, 53.04, 53.12, 53.15, 53.13, 53.16, 53.17 Supplementary 
